ModernaTX, Inc.
mRNA-1273-P301 BLA (Data Extraction

Table 14.2.2.1.3.1.1

Page 1 of 1
Date: 04MAY2021)

Analysis of Vaccine Efficacy of mRNA-1273 to Prevent COVID-19* Based on Adjudication Committee Assessments Starting 14 Days

After Second Injection
Per-Protocol Set

Placebo mRNA-1273

(N=xx) (N=xx)
Number of Subjects with COVID-19*, n (%) XX (XX.X) XX (xXX.X)
Number of Subjects Censored, n (%) XX (XX.X) XX (XX.X)
Vaccine Efficacy Based on Hazard Ratio (95% CI) [1] X . XXX (X.XXX, X.XXX)

p-value [2] 0.xxXxxX

Person-Years [3] XX .X XX .X
Incidence Rate per 1,000 Person-Years (95% CI) [4] XX .X (XX.X, XX.X) XX .X (XX.X, XX.X)
Vaccine Efficacy Based on Incidence Rate (95% CI) [5] X.XXX (X.XXX, X.XXX)

* wig
14 d4
ElecH

=
i
0}
Q
0

(1]

< OO H O WP QI

[5]

el

ADTTEA where PPROTFL=Y and PARAMCD="TTCVDC!’
Treatment: TRTO1P

Event: count # of subjects with CNSR=0
Censored: count # of subjects with CNSR=1

Person-years: sum AVAL overallsubjects for each treatment group, thendivided by 365.25

VE (95% CI)based on hazardratio, IR (95%CI), VE (95% CI) based onIR:

Use mVEHRIR.sas and CALL%VEHRIR(T14020201030101,ADTTEA,%str(PPROTFL="Y'and
PARAMCD=TTCVDCI'),TRTO01P,AVAL,CNSR);

Output dataset forhazard ratio: VEHR T14020201030101. VE, VELOW, VEUPP, VEPVAL.
Output dataset forincidencerate: VEIR T14020201030101. 1R, IRLOW,IRUPP, VEIR, VEIRLOW, VEIRUPP.
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